Supplementary Tables

Supplementary Table 1. Mitogenomes incorporated to our analysis (author's taxоn names are represented, without a discussion of an identification accurateness).

Дополнительная Таблица 1. Митогеномы, включенные в наш анализ (приведены таксоны, как они были указаны авторами, без обсуждения точности идентификации).

	Species
	Family
	Order (suborder)
	ACC no.
	Data type
	TLF
	Npcg

	Podonevadne trigona (Sars, 1897) 
	Podonidae
	Onychopoda
	OR799522
	This study
	19,222
	13

	Lepidurus apus (Linnaeus, 1758)
	Triopsidae
	Notostraca
	NC_044646
	GenBank
	14,754
	13

	Lepidurus arcticus (Pallas, 1793)
	Triopsidae
	Notostraca
	NC_044654
	GenBank
	14,807
	13

	Triops australiensis (Spencer et Hall, 1896)
	Triopsidae
	Notostraca
	NC_024439
	GenBank
	14,768
	13

	Triops cancriformis (Bosc. 1801)
	Triopsidae
	Notostraca
	NC_004465
	GenBank
	14,769
	13

	Triops granaries (Lucas, 1864)
	Triopsidae
	Notostraca
	NC_044781
	GenBank
	14,726
	13

	Triops longicaudatus (LeConte, 1846)
	Triopsidae
	Notostraca
	NC_006079
	GenBank
	14,774
	13

	Triops newberryi (Packard, 1871)
	Triopsidae
	Notostraca
	KM516712
	GenBank
	13,869
	13

	Gondwanalimnadia sp.
	Limnadiidae
	Spinicaudata
	MN625703
	GenBank
	14,588
	13

	Limnadia lenticularis (Linnaeus, 1761)
	Limnadiidae
	Spinicaudata
	NC_039394
	GenBank
	14,412
	12

	Diaphanosoma celebensis Stingelin, 1900
	Sididae
	Ctenopoda
	SRR7162634
	RNA-Seq
	11,002
	12

	Diaphanosoma dubium Manujlova, 1964
	Sididae
	Ctenopoda
	NC_037488
	GenBank
	14,512
	12

	Sida crystallina (O.F. Müller, 1776)
	Sididae
	Ctenopoda
	SRR5140104
	RNA-Seq
	9,053
	10

	Bosmina fatalis Burckhardt, 1924
	Bosminidae
	Anomopoda
	MW786945
	Metagenomic
	14,691
	13

	Anchistropus emarginatus Sars, 1862
	Chydoridae
	Anomopoda
	SRR5140156
	RNA-Seq
	12,692
	13

	Chydorus sp.
	Chydoridae
	Anomopoda
	MW786947
	Metagenomic
	14,575
	13

	Ceriodaphnia quadrangula (O.F. Müller, 1785)
	Daphniidae
	Anomopoda
	SRR5140137
	RNA-Seq
	10,407
	12

	Ceriodaphnia sp.
	Daphniidae
	Anomopoda
	MW786946
	Metagenomic
	14,785
	13

	Daphnia carinata King, 1853
	Daphniidae
	Anomopoda
	NC_028152
	GenBank
	14,790
	13

	Daphnia galeata Sars, 1864
	Daphniidae
	Anomopoda
	NC_045243
	GenBank
	14,744
	13

	Daphnia laevis Birge,. 1879
	Daphniidae
	Anomopoda
	NC_045243
	GenBank
	14,742
	13

	Daphnia magna Straus, 1820
	Daphniidae
	Anomopoda
	NC_026914
	GenBank
	14,773
	13

	Daphnia similis Claus, 1876
	Daphniidae
	Anomopoda
	NC_044415
	GenBank
	14,756
	13

	Daphnia similoides Hudec, 1991
	Daphniidae
	Anomopoda
	SRR3247516
	Metagenomic
	11,543
	11

	Daphnia sp.
	Daphniidae
	Anomopoda
	MW786948
	Metagenomic
	14,773
	13

	Daphnia tibetana (Sars, 1903)
	Daphniidae
	Anomopoda
	MW786949
	WGS
	14,787
	13

	Simocephalus himalayensis Chiang et Chen. 1974
	Daphniidae
	Anomopoda
	MW786957
	Metagenomic
	14,808
	13

	Simocephalus vetulus (O.F.Müller, 1776)
	Daphniidae
	Anomopoda
	MW786958
	Metagenomic
	14,754
	13

	Moina brachiata (Jurine, 1820)
	Moinidae
	Anomopoda
	MW786953
	Metagenomic
	14,730
	13

	Moina macrocopa (Straus, 1820)
	Moinidae
	Anomopoda
	MW786954
	Metagenomic
	14,754
	13

	Moina cf. micrura Kurz, 1875
	Moinidae
	Anomopoda
	MW786955
	Metagenomic
	14,769
	13

	Polyphemus pediculus (Linnaeus, 1758)
	Polyphemidae
	Onychopoda
	SRR5140114
	RNA-Seq
	7,969
	10

	Bythotrephes longimanus Leydig, 1860
	Cercopagidae
	Onychopoda
	MW786944
	Metagenomic
	16,264


	13

	Evadne cf. nordmanni Loven, 1836
	Podonidae
	Onychopoda
	SRR5140118
	RNA-Seq
	12,368
	12

	Podon leuckarti (Sars, 1862)
	Podonidae
	Onychopoda
	SRR5140133
	RNA-Seq
	14,721
	13

	Leptodora kindti (Focke, 1844)
	Leptodoridae
	Haplopoda
	MW786951
	Metagenomic
	14,745
	13

	Leptodora richardi Korovchinsky, 2009
	Leptodoridae
	Haplopoda
	MW786952
	Metagenomic
	14,805
	13

	
	
	
	
	
	
	


ACC no. — the accession ID of each dataset on NCBI; TLF — total length of assembled functional genes; Npcg — number of assembled protein-coding genes; Data type — GenBank, RNA-seq, metagenomic or WGS types of data.

Supplementary Table 2. Characteristics of the mitogenome of Podonevadne trigona.

Дополнительная Таблица 2. Характеристика митохондриального генома Podonevadne trigona.

	Gene
	Position
	Length (bp)
	Start codon
	Stop codon
	Anticodon
	Strand

	
	Start
	Stop
	
	
	
	
	

	cox1
	1
	1534
	1534
	ATG
	T
	
	+

	trnL2
	1535
	1601
	67
	
	
	UAA
	+

	cox2
	1603
	2281
	679
	ATG
	T
	
	+

	trnK
	2282
	2351
	70
	
	
	CUU
	+

	trnD
	2360
	2426
	67
	
	
	GUC
	+

	atp8
	2427
	2585
	159
	ATG
	TAA
	
	+

	atp6
	2579
	3253
	675
	GTG
	TAA
	
	+

	cox3
	3253
	4039
	787
	ATG
	T
	
	+

	trnG
	4040
	4102
	63
	
	
	UCC
	+

	nad3
	4103
	4455
	353
	GTG
	TA
	
	+

	trnA
	4456
	4520
	65
	
	
	UGC
	+

	trnR
	4525
	4589
	65
	
	
	UCG
	+

	trnQ
	4607
	4675
	69
	
	
	UUG
	–

	trnI
	4675
	4741
	67
	
	
	GAU
	+

	trnW
	4799
	4867
	69
	
	
	UCA
	+

	trnN
	5015
	5083
	69
	
	
	GUU
	+

	trnS1
	5084
	5148
	65
	
	
	GCU
	+

	trnE
	5150
	5217
	68
	
	
	UUC
	+

	trnF
	5221
	5284
	64
	
	
	GAA
	–

	nad5
	5285
	7001
	1717
	ATG
	T
	
	–

	trnH
	7002
	7067
	66
	
	
	GUG
	–

	nad4
	7068
	8385
	1318
	ATG
	T
	
	–

	nad4l
	8385
	8681
	297
	ATT
	TAA
	
	–

	trnT
	8717
	8781
	65
	
	
	UGU
	+

	trnP
	8782
	8847
	66
	
	
	UGG
	–

	nad6
	8862
	9380
	519
	ATC
	TAA
	
	+

	cytb
	9380
	10513
	1134
	ATG
	TAA
	
	+

	trnS2
	10516
	10585
	70
	
	
	UGA
	+

	nad1
	10596
	11510
	915
	ATG
	TAG
	
	–

	trnL1
	11580
	11646
	67
	
	
	UAG
	–

	rrnL
	11647
	12995
	1349
	
	
	
	–

	trnV
	12996
	13066
	71
	
	
	UAC
	–

	rrnS
	13067
	13898
	832
	
	
	
	–

	CR
	13899
	18643
	4745
	
	
	
	

	trnC
	18644
	18706
	63
	
	
	GCA
	–

	nad2
	18768
	19753
	986
	ATG
	TA
	
	+

	trnM
	19754
	19820
	67
	
	
	CAU
	+

	trnY
	19844
	19911
	68
	
	
	GUA
	–


