Supplementary Table S9. Results of the Blastn search throug the GenBank nucleotide database for the obtained DNA fragments of Minibiotus cf. intermedius.

	Marker
	Closest sequences
	Identity
	Query Cover
	E value

	18S rRNA
	Minibiotus intermedius neotype population (ON005188, ON005189)

Minibiotus gumersindoi (FJ435748)

Minibiotus intermedius group sp. (HQ604979, HQ604980)

Minibiotus furcatus (FJ435746, FJ435747)

Minibiotus furcatus (HQ604977)

Minibiotus furcatus (FJ435745)

Minibiotus pentannulatus (MT023999)

Minibiotus ioculator (MT023998)
	99.82%

99.70%

98.96–99.61%

99.64–98.66%

97.89%

97.53%

97.42%

97.20%
	55%

100%

75%

51–93%

74%

43%

99%

81%
	0.0

0.0

0.0

0.0

0.0

0.0

0.0

0.0

	28S rRNA
	Minibiotus intermedius neotype population (ON005193– ON005195)

Minibiotus gumersindoi (FJ435748)

Minibiotus furcatus (FJ435758– FJ435760)

Minibiotus furcatus (HQ604977)

Minibiotus ioculator (MT023998)
	99.20–99.87%

95.20%

89.79–90.03%

89.21–91.28%

88.92%
	94%

94–96%

91%

93–97%

86%
	0.0

0.0

0.0

0.0

0.0

	COI
	Minibiotus intermedius neotype population (ON005160)

Minibiotus gumersindoi (FJ435803)

Minibiotus furcatus (JX683828–JX683829)

Minibiotus pentannulatus (MT023413–MT023414)

Minibiotus furcatus (FJ435802)

Minibiotus ioculator (MT023412)
	87.40%

79.47%

78.75–79.10%

78.62–78.65%

76.90%

75,49%
	79%

80%

75%

93%

81%

82%
	0.0

2e-163

5e-151

0.0

4e-139

2e-131


